The human oral cavity is the entry point of the gastrointestinal tract and offers a number of microenvironments that enable the proliferation of a wide range of largely commensal bacteria, the vast majority of which are endemic to the human oral cavity. Considerable effort has been expended to identify the approximately 700 prokaryote species that compose the total human oral microbiome.
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Over one-third of these species remain uncultivated and less than Under the Microscope tooth can display varying degrees of disease severity, all undergoing periodontal disease progression at different rates. Therefore to conclusively determine the polymicrobial aetiology of chronic periodontitis and how opportunistic pathogens emerge and proliferate rigorously designed prospective human clinical trials coupled with microbiomic analyses are essential, followed by the testing of the bacterial species and communities identified in appropriate in vitro and animal models to determine their potential as polymicrobial biofilms to induce dysbiosis and disease.
